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- B 2,250
- HBOCRY)—=2% 165,000/
- 914v49HBOC 242,000
- BRCA MLPA 33,000
- MMRRYY)—=24 121,000
- MSH6IIL —OTo0T 66,000
- PMS2)IWVo—OTo09 66,000
- MLH12)Wo—9T2905 66,000
- MSH2)LY—9x2905 66,000
- MLH1/MSH2 MLPA 33,000
- JBHIMLH1/MSH2 MLPA 22 000
- APCRYY)—=24 88,000
- APC MLPA 33,000
- MEN1 MLPA 33,000

- MEN2 RHY—=2% 44,000
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VistaSeq®Colorectal Cancer Panel
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- TP53RY—=4 88,000
- TP33 MLPA 33,000H
PTEN RYY—=2% 88,000/
PTEN MLPA 33,000H
U ILYAR 1Ak 33,000
U INYAR 28 Ak 49,500
U IYAk 3 Ak 66,000
BRCA1/2 Comprehensive 7JLi—4 L4+ MLPA 90,200H
BRCA1 RHRNZEEMIT Targeted Analysis 33,000H
BRCA2 RZRNZLEEMIT Targeted Analysis 33,000H
R 4% - BT (MLPA) 44,000
VistaSeq®Hereditary Cancer Panel-27gene panel 352,000H
\él::jeq®Heredltary Cancer Panel Minus BRCA1/2 324,500
VistaSeq®Breast Cancer Panel 324,500H
VistaSeq®High/Moderate Risk Breast Cancer Panel 258,500H
VistaSeq®RGYN Cancer Panel 258,500H
VistaSeq®Breast and GYN Cancer Panel 324,500
VistaSeq®High Risk Colorectal Cancer Panel 264,000H

330,000
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VistaSeqREndocrine Cancer Panel 264,000
VistaSeq®Brain/CNS/PNS Cancer Panel 330,000H
VistaSeq®Pancreatic Cancer Panel 264,000
VistaSeq®Renal Cell Cancer Panel 330,000H
MutSeq first mutation (1 variant) 33,000H
MutSeq second mutation (2 variants) 49.500MH
MutSeq third mutation (3 variants) 66,000
ACTRisk (67i&5F) 242,000M
ACTRisk Care (31i&{5F) 165,000H
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